Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.003 Å; R factor = 0.053; wR factor = 0.110; data-to-parameter ratio = 16.5.
In the title compound, C 26 H 25 ClN 2 , the phenyl rings and the 2-(4-chlorophenyl) group make dihedral angles of 30.03 (11), 67.49 (12) and 41.56 (11) , respectively, with the imidazole ring. In the crystal, the molecules interact with each other via very weak C-HÁ Á Á contacts, forming layers parallel to (110) . 263 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.31 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). supplementary materials Acta Cryst. (2013) . E69, o1243 [doi:10.1107/S1600536813018229] 2-(4-Chlorophenyl)-1-pentyl-4,5-diphenyl-1H-imidazole Shaaban K. Mohamed, Mehmet Akkurt, Kuldip Singh, Adel A. Marzouk and Antar A.
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Abdelhamid Comment
Various substituted imidazole derivatives have been found to possess a significant biological exhibition such as antihelminthic, analgesic, antibacterial, antifungal, antiviral, tuberculostatic, cytostatic, and anti-inflammation activities (Shalini et al., 2011) . Tetra-substituted imidazoles in particular represent the core structure in many biological systems such as Losartan, Trifenagrel, Eprosartan and Olmesartan (Ramesh et al., 2012; Wolkenberg et al., 2004) . Based on literature and further to our ongoing study in synthesis of bio-active molecules the title compound has been synthesized and herein we report its crystal structure.
As shown in Fig. 1 , the title molecule adopts a non-planar conformation. The two phenyl (C17-C22 and C23-C28) and 2-(4-chlorophenyl) (C11-C16) groups make the dihedral angles of 30.03 (11), 67.49 (12) and 41.56 (11) °, respectively, with the imidazole ring (N1/C2/N3/C4/C5). The N1-C6-C7-C8 and C7-C8-C9-C10 torsion angles are -168.61 (16) and -176.82 (19)°, respectively. The values of the geometric parameters of (I) are in the normal range and comparable to those reported for the similar compounds (Simpson et al., 2013; Akkurt et al., 2013) .
The crystal structure of (I) is stabilized by intra and intermolecular Cl···H(C) contacts [Cl1···H13 = 2.80 Å, Cl1···H15 = 2.80 Å, Cl1···H6A i = 3.10 Å, Cl1···H8B i = 3.05 Å, Cl1···H24 ii = 3.14 Å, Cl1···H10B iii = 3.02 Å (symmetry codes: (i) 1 -x, Fig. 2 shows the molecular packing of (I) along the b axis.
Experimental
The title compound was synthesized following the previously reported procedure (Simpson et al., 2013) . Colourless grains of product (M.p. 399 K) were collected with 89% yield. The crystals of sufficient quality for X-ray diffraction study were obtained by slow evaporation of the ethanol solution of the title compound.
Refinement
All H atoms were placed in geometrically idealized positions [C-H = 0.95 Å (aromatic), C-H = 0.99 Å (methylene), and C-H = 0.98 Å (methyl)] and refined as riding on their parent atoms with U iso (H) = 1.2 U eq (C). treated as riding on their parent atoms, with U iso (H) = 1.2-1.5U eq (C). The structure of the title molecule with the atom numbering scheme. Displacement ellipsoids for non-H atoms are drawn at the 30% probability level.
Computing details

Figure 2
View of the packing diagram of the title compound along the b axis direction. All H atoms omitted for clarity. 
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All s.u.'s are estimated from the variances of the (full) variance-covariance matrix. The cell s.u.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.48467 (6) 0.57406 (7 
